
CRF Problem Report 

The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) experienced a problem when processing the following computer 
readable form (CRF): 



Application Serial Number: 
Filing Date: 

Date Processed by STIC: 




STIC Contact: Mark Spencer: Telephone: 571-272-2510; Fax: 571-273-0221 
Nature of Problem: 

The CRF (was): 

(circle one) Damaged or Unreadable (for Unreadable, see attached) 

Blank (no files on CRF) (see attached) 

Empty file (filename present, but no bytes in file) (see attached) 

Virus-infected. Virus name: The STIC will not process the CRF. 

Not saved in ASCII text e^fa^ld) 

Sequence Listing was embedded in the file. According to Sequence Rules, 

submitted file should only be the Sequence Listing. 
Did not contain a Sequence Listing, (see attached sample) 

Other: 



PLEASE USE THE CHECKER VERSION 4.2 PROGRAM TO REDUCE ERRORS. 

SEE BELOW FOR ADDRESS: 

http:/www.uspto.gov/web/ofFices/pac/checker/chkrnote.htm 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom.or replacement-disk/CD-Rom,. 

Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1 EFS-Bio (<http://www.uspto.eov/ebc/efs/downloads/documents.htm> , EFS Submission 

User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry, Federal Express, United Parcel Service, or other delivery service (EFFECTIVE 06/05/04): 

U.S. Patent and Trademark Office, 220 20 th Street S., Customer Window, Mail Stop Sequence, Crystal Plaza Two, Lobby, 
Room 1B03, Arlington, VA 22202 

Revised 05/19/04 
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SEQUENCE LISTING f»g*f - hf^t - J \J \ 

3Wl<>*«aeANft Imperial Ca|^^ / . , J), 

■ TN\rPNTinT^ ethods of treatmei£>7SyUa) L. 

iREiSCB: ICOY7P232WPC Jnpj k)<T 

' APPLICATION TJITMnri? - TTfi/m/n40 \ I 
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io> M>rLicA>fr, 

<120> gTTLEOfi 

<130>**fi£-REEEREMGB: 

<140>«gSftftEN T ^PLICATION^^ BE^; US/10/049 967 
<141>' GURRBWTFILPJG D ATI? 2002-02- 1 8 
<160> NTTlSffinp OF ST7Q fn NQfl?5?7 n 0 
<170> SOPFWAR&Apatentln Ver 2?T <0 >Wi^ 



JL 



(A flAJUrufr*' ^ 



<210> SEQIDNQ T: l 
J <211>iJSNGX^25 
J <212> «32gJ DNA 
> <213> Q RGAMSS f: Artificial Sequence 
I <220> 

\ Eoo> ^ ^^T LV ™ N? Dcscription ° f ****** Sequence: primer 

25 f § aggga^9 catggccgag gacgc 

27<2 ^SBQIDNQ: g v 

28 < 21 1 > - LENGTH : 30 

29<212>4^P&DNA 

30 <213 ; OROATO3M. Artificial Sequence 

32 <220> 

^SSS 9 ™ Description of Sequence: pcrpriraer 

36 agcatgaatt ctcaacgttg gttggcttca 

38 <210> SEQ ID NQ r 3 

39 <211>- LENGTH : 29 

40 '212>- j r¥PE: DNA 

41 :213> ORGANISM : Artificial Sequence 
43 - :220> 

.s fe of Artificiai sequence: pcr primer 

47 citetttgtt gcagctgcgt tggcttcat 

49 <^10 > flEQIDNfr. 4' * 

50 <211 > LENGTH. 30 
5l/c212>^F¥ft&:DNA 

52 <213 > ORCANIGM. Artificial Sequence 
54 <220> 

5 5 7 5 So 2 oJ3^ST^^ Description ofAltmcM Scquencc: pcr primer 

58 ;atctttgtt gcctttgcgt tggcttccat 

60 <210 > SEQIDNe. 5 

61 <211> LENGTH: 32 

62 <212>43flP& DNA 

63^213> ORGANISM ' . Artificial Sequence 
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f\rso\b" inyfidiov) -Hfk ^h** fh ^//cW»m» ^o^^ of Shaw 

ffloltcdes <W \U 
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<220> 

3 S5SSS MA ' naw - Description of &quence: PCT primer 

agcatctttg ttgcccacca gttggcttca tc 
<2lb > - SE(? ID'K0; 6 " " ' " 
<21 P LENGTH. 35 
<212>^¥PE:DNA 

<2 1 3 > ORGANISM : Artificial Sequence 
<220> 

SooJ^SS^^ Descri P^ on °f Artificial Sequence: pcrprhner 

gatgaagcca accaaactgc aacaaagatg ctggg 
<21'0> 3E(j fD NO :7 
<211 > LENGTH, 34 
<212>-T¥PE: DNA 

<2I3 > ORGANISM, Artificial Sequence 
<220> 

Soo^^SST™^ Description of ***** Sw: pcr priracr 

cccagcatct ttgttgcagt ttggttggct tatc 
<210> SEQIDNO :8 
<21 P LENGTH. 27 
<212>T¥PBrDNA 

<213> ORGANIGMj Artificial Sequence 
<220> 

. ^aggS^ D "«**» ° f **** Sequence: per primer 

gatgaagcca acgcacgtgc aacaaag 
<210 > - OEQIDNO. 9 
<211> U3NGTH: 35 
<212>- TYTE : DNA 

<213> ORGANI S M- Artificial Sequence 
<220> 

S£ 2S55!S? MA 11U W : Description of ArtMaI Sequence: pcrpriraer 

cccagcatct ttgttgcacg tgcgttggct tcatc 
<210> SEQ ID NO r 10 
<211 > LENGTH: 35 
<212>-¥¥PE:DNA 

<213>- QROANISM : Artificial Sequence 
120|<220> 

2> > SS ttH ^ Description of ***** Sequenre:pcr primer 

gatgaagcca accaagctgc aacaaagatg ctgeg 
<210 > SEQ ED NO. 11 
<211 > LENGTH: 35 
<212 >TYPE. DNA 

<213 > ORGANISM : Artificial Sequence 
<220> 
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(133 <223> OTHER INTORMATION. Description of Artificial Sequence* 
134V<400 > S EQUENCE: 11 squcnce. 

135 :ccagcatctttgttgcagcttggttggcttcatc 

137 <210>H5EQ-»^e*: 12 

138 <21P LENGTH : 41 
139k212>T¥FE:DNA 

> <213 > - QRGANISM: Artificial Sequence 
142 <220> 

2o 2 oiSST^ : Description Sequence: pcr primer 

:cagaattga tgaagccaac aaacatgcaa caaagatgct g 
=C21Q> SEQID NO: 13 
<211>- LENGTH :41 
150<21ft^T¥FE:DNA 
151 <213> ORGANISM ;- Artificial Sequence 
153 <220> 

aSSSST"* Descriptionof Artificial Sequence: pcr printer 

157 cagcatcttt gttgcatgtt tgttggcttc atcaattctg g 

159 <2 10 > SEQ ID NCfr 14 

160 <211 > LENGTH 42 
<21 2> TYPE: DNA 

<21 3^ ORGANISM : Artificial Sequence 
<220> 

S £jSSS£^ T1Q tl ' ' Description of ArtMdil Sequence: pcr primer 

gatgaagcca accaaactgc ataaaagatg ctgggaagtg gt 
<210 >SEQIDNO: 15 
<211 > LENGTH : 42 
<212 > - TYPE: DNA 

<213 > ORGANISM: Artificial Sequence 
<220> 

of **** Sequence: per primer 

accarttc^^^uwt atgcagtttg gttggcttca tc 
<21 2> TYPE : DNA 

<213 > ORGANISM. Artificial Sequence 
<220> 

3oO ^^^S VlATIQN ' DeSCripti ° n rf S «V™*' I" Primer 

19* gatgaagcca accaaactgc aacatagatg ctgggaaete gt 
19: :<21( fr 0EQIDNO. 17 8 
193 <211 > LENGTH; 42 
19' <212 > TYPE : DNA 
195 <213 > ORGANISM: Artificial Sequence 
197<220> 

198 <22 3> OTHER DEFORMATION. Description of Artificial Sequence:pcr primer 
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2O(A<400^ SEQUENCE. 17 
i Wacttccc agcatctatg ttgcagtttg gttggcttca tc 
3 f210 > SEQ ID NO. 18 
t-^ll> LENGTH: 36 
5^31 ^ TYPE; DNA 
5 < f213> ORG AMGM.- Artificial Sequence 
220> 

2 2 n teaagr 1 ^ Descripti ° n ° f 

212 kccaaccaac gtgcaacaaa gatgtaggga agtggt 
214K210>S BQIDNQ; 19 
215/<211>-fcBNG'ffl: 36 
216k212>^F¥P&:DNA 
217|<213 > ' ORGANISM : Artificial Sequence 
219K220> 

22i So £ SSKg^ ?^ 110 " 1 DeSCripti ° n ° f ArtiflCial Sequence: P cr P rimer 
accacttccc tacatctttg ttgcacgttg gttggc 
<210 > SEQ ID NO: 20 
<2 I P LENGTH: 10 

<2i2>-¥«^ r pRT Wl/t, a* * J . * 
<213 > ORGAMOM. Artificial Sequence V JUJ-^^ Y^^ ^ 
230\<220> , (/ f , . 

^Ttife 3> 0T1ICRDjrQRIv£ATI0N ' description of Artificial Sequence< W^25^ e nninp S related 

234 Sg^L^s MetLeu Gl y Ser G, y ^ ^ /W^ . & AfcT 

238 :210 >0EQIDNO. 21 0 77tO 

239 <3U > LENGTH: 10 ^ J a 

240 ^ 2 12 > TYPE ; PRT CjnfrU- J(fiM^ii^ 

241 < 2 13 > ORGANISM: Artificial Sequence 

243 <J220> ^ — 



36 



j*^3> OTIIER DEFORMATION: Description of Artificial Sequence:^^)c-tenninus related 
^-2^400^SEQUEMCB; 21 ~ 
247 bin Thr AlaThr L,s MetLeu Gly ^ ^^J^JtufJ /}<>}, 

25 1 :210 > SEQ JDD NO: 22 

252 :211 > LENGTH : 7 

253 :212> J f¥PE;PRT 

254 - 3 13 > ORGANISM: Artificial Sequence 

256 +220> r — 

2g^223v OTTIER PJTORMATIOR Description of Artificial Sequence^NAP-25 C^erminus related 

£400>SEQtfENS^22 /Sui^^^t 0 f) ^^t^ /? / f\JJVn£l\ 

i i * ~~5~ r _ " 

1 :210> SEQIDNO. -23 

) <211> LENGTH : 7 ^/U^^ * _ % 

> "212 > TYPE. PRT f> * J jlJ^ \ /f^-^/ 

f fel3 > ORGANISM : Artificial Sequence /^^^ ° 
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269K220> 

21QM22T, OTHER RTORMATION, Description of Artificial Sequence* 
peptide 

\<400> SBQWNG^23 c 
273 bin Thr Ala Thr Lys Met Leu 




!-terminus related 




irminus related 



2I0> SEQ ID NO. 24 
278<fell>t£NeTH:6 

279 <|212 > TYPE : PRT 

280 <213> ORGANISM. Artificial Sequence 
282*220> 

^<223 > OTHER DEFORMATION ; Description of Artificial Sequi 
ptide 

"283y<40Q> SEQUENCE. 24 a " # 

jlnArgAbl^LysMet £ ' /^JL4^^^ 

:210> -3EQIDNO -25 
31 1 > LENGTH : 6 
<21 2>TVPE : PRT 

<313 ? ORGANISM. Artificial Sequence 

peptide 23 ' QTIIERnTOR1 ^ IATIQN ' description of Artificial Sequenc(: SNAP-25 g4erminus related 

>00 > SEQUENCE: 25 

299 bin Thr Ala Thr Lys Met 

300 [ * ' • <KT^ 

303 *210 > SEQIDNO: 26 

304 h 11 ^ LENGTH : 5 

305 <212>TTFE: PRT 

306 -/213 ^ OROANI3M. Artificial Sequence 

308^220> /P) — v 
^<223> OTHER MFORMAllUN: Description of Artificial Sequence: /nAP-25 dterminus related 

3i7vc400> SEQUENG& 26 v ^ ^ 

312felnArgAlaThrLvs 
313 1 - ' <■? S 

316 ^lO ^EQIDNO. 27 
317<bll>- LENGTII: 5 
318<i212>^T¥FE:PRT 
319 <ZU > OROAMSM: Artificial Sequence 
321<B20> 

123 > OTHER DJTORIVLVnON. Description of Artificial Sequence^NAP^S^-tenninus related 

00>SBQT3ENeB: 27 
jfln Thr Ala Thr Lys 

1 itr- 

f21Q> SEQIDNO( 28 
f211>iENtfffi:4 
pi2>^¥P& PRT 

f213> Q RQANISM : Artificial Sequence 

y20> ^ 

ptide 2 ^ 0 ^ 11117 ' ^ IF0IUVL/VTI0Ni Description of Artificial Sequence :(sNAP-2 5 dterminus related 

\<400>"SfiQ«ENe6: 28 ^ ' 

^338/Gln Thr Gin Thr 
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